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3 <110> APPLICANT: Welch, Rodney A. 

4 Lathem, Wyndham W. 

5 Grys, Thomas E. 

7 <120> TITLE OF INVENTION: E. COLI 0157 :H7 CI - INH-BINDING PROTEIN AND METHODS OF USE 
9 <130> FILE REFERENCE: 096429-9141 
C--> 11 <140> CURRENT APPLICATION NUMBER: US/10/786 , 445A 

12 <141> CURRENT FILING DATE: 2004-02-25 

14 <150> PRIOR APPLICATION NUMBER: 10/002,309 

15 <151> PRIOR FILING DATE: 2001-10-26 

17 <150> PRIOR APPLICATION NUMBER: 60/243,675 

18 <151> PRIOR FILING DATE: 2000-10-26 
20 <160> NUMBER OF SEQ ID NOS : 25 
22 <170> SOFTWARE: Patentln version 3.1 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 2798 

26 <212> TYPE: DNA 

2 7 <213> ORGANISM: Unknown 

29 <220> FEATURE: 

30 <223> OTHER INFORMATION: Description of Unknown Organism: E. coli 0157 :H7 plasmid 

p0157 

32 <220> FEATURE: 

33 <221> NAME / KEY : CDS 

34 <222> LOCATION: (138) (2798) 

3 5 <22 3> OTHER INFORMATION: 
W--> 38 <400> 1 

3 9 tttacgaaac aggtgtaaat atgttataaa aataaccaac gactagtgaa taagtcgctc 60 
41 ctgaaaaaat aaaatataga aatactgtta tatccggctg catgaacact aaaatgaatg 12 0 
43 agagatggag aacaccg atg aaa tta aag tat ctg tea tgt acg ate ctt 170 
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gtc 


2618 


248 


Gin Arg 


Ser 


Gly 


Tyr 


Ser 


Leu 


Pro 


Asp 


Trp 


He 


Val 


Gly 


Gin 


Glu 


Val 




249 








815 










820 










825 








251 


tat 


gtc 


gac 


age 


ggg 


get 


aaa 


gcg 


aaa 


gtg 


ctg 


ctt 


tct 


gac 


tgg 


gat 


2666 


252 


Tyr 


Val 


Asp 


Ser 


Gly 


Ala 


Lys 


Ala 


Lys 


Val 


Leu 


Leu 


Ser 


Asp 


Trp 


Asp 




253 






830 










835 










840 










255 


aac 


ctg 


tec 


tat 


aac 


agg 


att 


ggt 


gag 


ttt 


gta 


ggt 


aat 


gtg 


aac 


cca 


2714 


256 


Asn 


Leu 


Ser 


Tyr 


Asn 


Arg 


He 


Gly 


Glu 


Phe 


Val 


Gly 


Asn 


Val 


Asn 


Pro 




257 




845 










850 










855 












259 


get 


gat 


atg 


aaa 


aaa 


gtt 


aaa 


gcc 


tgg 


aac 


gga 


cag 


tat 


ttg 


gac 


ttc 


2762 


260 


Ala 


Asp 


Met 


Lys 


Lys 


Val 


Lys 


Ala 


Trp 


Asn 


Gly 


Gin 


Tyr 


Leu 


Asp 


Phe 
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261 
263 
264 
265 



agt aaa cct agg tea atg agg gtt gta tat 
Ser Lys Pro Arg Ser Met Arg Val Val Tyr 



860 865 



880 885 



870 

aaa taa 
Lys 



875 



2798 



268 <210> SEQ ID NO: 2 

269 <211> LENGTH: 886 

270 <212> TYPE: PRT 

271 <213> ORGANISM: Unknown 

273 <220> FEATURE: 

274 <223> OTHER INFORMATION: Description of Unknown Organism: E. coli 0157 :H7 plasmid 

p0157 



276 


<4 00> SEQUENCE: 


2 
























278 


Met 


Lys 


Leu 


Lys 


Tyr 


Leu 


Ser 


Cys 


Thr 


He 


Leu 


Ala 


Pro. 


Leu 


Ala 


He 


279 


1 








5 










10 










15 




282 


Gly 


Val 


Phe 


Ser 


Ala 


Thr 


Ala 


Ala 


Asp 


Asn 


Asn 


Ser 


Ala 


He 


Tyr 


Phe 


283 








20 










25 










30 






286 


Asn 


Thr 


Ser 


Gin 


Pro 


He 


Asn 


Asp 


Leu 


Gin 


Gly 


Ser 


Leu 


Ala 


Ala 


Glu 


287 






35 










40 










45 








290 


Val 


Lys 


Phe 


Ala 


Gin 


Ser 


Gin 


He 


Leu 


Pro 


Ala 


His 


Pro 


Lys 


Glu 


Gly 


291 




50 










55 










60 










294 


Asp 


Ser 


Gin 


Pro 


His 


Leu 


Thr 


Ser 


Leu 


Arg 


Lys 


Ser 


Leu 


Leu 


Leu 


Val 


295 


65 










70 










75 










80 


298 


Arg 


Pro 


Val 


Lys 


Ala 


Asp 


Asp 


Lys 


Thr 


Pro 


Val 


Gin 


Val 


Glu 


Ala 


Arg 


299 










85 










90 










95 




302 


Asp 


Asp 


Asn 


Asn 


Lys 


lie 


Leu 


Gly 


Thr 


Leu 


Thr 


Leu 


Tyr 


Pro 


Pro 


Ser 


303 








100 










105 










110 






306 


Ser 


Leu 


Pro 


Asp 


Thr 


He 


Tyr 


His 


Leu 


Asp 


Gly 


Val 


Pro 


Glu 


Gly 


Gly 


307 






115 










120 










125 








310 


He 


Asp 


Phe 


Thr 


Pro 


His 


Asn 


Gly 


Thr 


Lys 


Lys 


He 


He 


Asn 


Thr 


Val 


311 




130 










135 










140 










314 


Ala 


Glu 


Val 


Asn 


Lys 


Leu 


Ser 


Asp 


Ala 


Ser 


Gly 


Ser 


Ser 


He 


His 


Ser 


315 


145 










150 










155 










160 


318 


His 


Leu 


Thr 


Asn 


Asn 


Ala 


Leu 


Val 


Glu 


He 


His 


Thr 


Ala 


Asn 


Gly 


Arg 


319 










165 










170 










175 




322 


Trp 


Val 


Arg 


Asp 


He 


Tyr 


Leu 


Pro 


Gin 


Gly 


Pro 


Asp 


Leu 


Glu 


Gly 


Lys 


323 








180 










185 










190 






326 


Met 


Val 


Arg 


Phe 


Val 


Ser 


Ser 


Ala 


Gly 


Tyr 


Ser 


Ser 


Thr 


Val 


Phe 


Tyr 


327 






195 










200 










205 








330 


Gly 


Asp 


Arg 


Lys 


Val 


Thr 


Leu 


Ser 


Val 


Gly 


Asn 


Thr 


Leu 


Leu 


Phe 


Lys 


331 




210 










215 










220 










334 


Tyr 


Val 


Asn 


Gly 


Gin 


Trp 


Phe 


Arg 


Ser 


Gly 


Glu 


Leu 


Glu 


Asn 


Asn 


Arg 


335 


225 










230 










235 










240 


338 


He 


Thr 


Tyr 


Ala 


Gin 


His 


He 


Trp 


Ser 


Ala 


Glu 


Leu 


Pro 


Ala 


His 


Trp 


339 










245 










250 










255 




342 


He 


Val 


Pro 


Gly 


Leu 


Asn 


Leu 


Val 


He 


Lys 


Gin 


Gly 


Asn 


Leu 


Ser 


Gly 


343 








260 










265 










270 






346 


Arg 


Leu 


Asn 


Asp 


He 


Lys 


He 


Gly 


Ala 


Pro 


Gly 


Glu 


Leu 


Leu 


Leu 


His 


347 






275 










280 










285 








350 


Thr 


He 


Asp 


He 


Gly 


Met 


Leu 


Thr 


Thr 


Pro 


Arg 


Asp 


Arg 


Phe 


Asp 


Phe 


351 




290 










295 










300 
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